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WebConnect

• WebConnect is a user interface introduced in August, 2022 

• For public and members

( accessibility depends on configuration of the user) 

• WebConnect made it easy for users to query, update, edit, 

add, remove, move and view data

• Some batch submissions and API interactions became 

possible 

• Animal centric 

• Interactive query system



Tabs • Queries 

ID/pedigree, evaluation, Genotype, Error tabs for given 

Animal ID (s)  (Max. 50 records)

• Data Exchange 

ID/pedigree, Genotype, Special Section, Reports, and 

Create report (for list of animals requested in a file )

• Special Section

Includes tools for specific tasks or information handled 

differently from regular queries

• Top Animal Listing, Summary Stats, National 

Performance Metrics

General information on the National Cooperator 

Database 

• Please see slide 33 and after for detailed info



WebConnect

Web Queries
Data Exchange 
User Interface

Data Exchange

3rd Party

• Data exchange done 

through API* (not GUI)

•  Requires Advanced 

(skilled) API usage

• Ezequiel will talk about it 

tomorrow

• Graphical User 

Interface

• Animal-centric 

• Limitation of a result set 

of 50 records or less

• Graphical User Interface

• Intermediate between 
Web Queries and Data 

Exchange 3rd party

• Allows exchange 

information in files 
   (input and output)

application programming interface (API*) is a way for two or 

more computer programs or components to communicate with each other. 

(wikipedia)

https://en.wikipedia.org/wiki/Computer_program


WebConnect : Jan-June 2024

Web Queries

96 users 

(18 Organizations)

158,569

FIX_FMT1,

Bulk Nomination, edit_ped

Data- Exchange UI

54 Users

 (8 Organizations 

+ ‘unmapped’)

11,936

Genotype Query, Get 
Animal Formatted 

Pedigree, Genotype 
Nomination Status

Data-Exchange 3rd 
Party

3 Users

(3 Organizations) 

406,140

Genotype Query, Get 
Animal Formatted 

Pedigree, Get Animal ID 
by 12 Character ID 

Number

Total Users

Total Submissions

Most used 
Queries



Nomination using WebConnect - login

https://webconnect.uscdcb.com/#/account/log-in

Message if database 

is locked 

Credentials Account help



Queries Tab – ID entry

Choose a format of the ID that 

you are querying from the 

dropdown menu



1. Enter Animal ID in a format you chose

2. Click “Run Query”  

Queries Tab – ID entry



Queries Tab - ID/Pedigree

Available information: 

-General profile of the animal

-Three-generation family tree 
-Cross reference information

-Clonal family information

-Edit button available if you have privilege to 

edit the info



Queries Tab - ID/Pedigree Query (Edit) 

1. Edit/add information in the 

box

2. Click “Next” to proceed 
with submission



Queries Tab – Evaluation Query

Available information

-Latest triannual evaluation result if 

available



Queries Tab – Genotype Query 

Available information: 

-General profile of the animal

-Nomination status
-Billing status

-Sample status

-Genotype confirmations

-Genotype conflicts

-Other close relatives



Queries Tab – Genotype Query (Nomination)

Click on Edit button in Nomination 

table



Queries Tab– Genotype (Nomination)

1. Click on the edit button (right) if 

you want to edit existing 

nomination
2. Click on + if you are entering 

new nomination

3. Click on “Next”(middle)to 

proceed



Queries Tab– Genotype (Entering Nomination)

1. Enter nomination information in 

boxes

2. Click on     to save 

3. Click on “Next” to proceed  



Queries Tab– Genotype (submitting Nomination)

1. Review and confirm entered information

2. Click on “Submit”  



Queries Tab– Errors 

Available information: 

-General profile of the animal

-Available error format

1. Select error format(s) you would like to receive

2. Click Apply

1
2



Queries Tab– Errors 

Available information: 

-Error from the latest submission



Data Exchange Tab – Create Format

Both input and output are files in Data Exchange!!  



Data Exchange Tab – Create Format1

1. Select format of IDs you are entering to 

query the information at SEARCH FOR box 

2. Choose the SEX of the animals you are 
querying for by clicking Male or Female

3. Choose what kind of record you want to 

generate by clicking on a format(s) in the 

API REQUEST box

4. Drop the file in the drop box 
5. Click on “Create Format”

1
2

5

4 3



Data Exchange Tab – Create Format1

1. Just be patient while file is being generated…

2. You will see complete when the file is ready

3. Click on       to download the output file



Data Exchange Tab – Create Format1

1. The file should be available in your 

download folder

2. The file contains format1 records



Special Section - Reports

Affiliate specific reports 
(conflicts, fee, PVR 
etc) can be queried



Special Section – Reports

1. Find and choose a report that you 

would like to retrieve

2. Click on “Run Query” after choosing a 

report



Special Section – Reports (Results)

1. Result(s) will be displayed in the 

table

2. CSV file is also available

1

2



Special Section – Bulk Nomination

Useful when you nominate many animals with 

similar nomination information (same non-US 

country, herd ID, etc) 



Special Section – Bulk Nomination

1. Enter a list of animal IDs in the input box (17 

or 18-bytes animal ID only)

2. Select nomination information (requesterID, 
Group/herd ID, and fee code are required )

3. Click on “Run Query”

1

2

3



Special Section – Bulk Nomination

1. Update information 

(Requester ID, fee code, 

group ID/herd ID or HRC)if 
necessary 

2. Click “Next” to proceed 



Special Section – Bulk Nomination

1. Confirm entered information

2. Click submit 



Special Section – Nominate Animal

1. Select “Nominate” Animal

2. Enter a (list of) animal ID(s) in the input box 

(17 or 18-bytes animal ID only)
3. Click on “Run Query”

Only query in WebConnect that allows you to nominate animals unknown to CDCB!



Special Section – Nominate Animal

Unknown animal ID 

appears in “Not found” box

Click on “Create Animal & 

Nominate” to proceed



Special Section – Nominate Animal

1. Navigated to input 

information page

2. Enter nomination information

3. Click “Next” button
4. Review entered 

information and click on 

“Submit” button 



Documentation

• https://redmine.uscdcb.com/projects/webconnect-

production/wiki



Thank you for your attention!



Description of Each Query 
(supplemental info) 



Queries Tab

Types of information Contents 

• Basic animal’s pedigree information 

• Mostly for viewing info, but edit function is availableID/pedigree

• Displays the latest tri-annual evaluation if availableEvaluation 

• Nomination status, Sample status, Genotype Confirmations, Conflicts, and 
Other Close Relatives are included

• Adding and updating nomination, and fixing genomic conflicts can be done
Genotype

Error
• Error information can be queried 



Data Exchange Tab

•Variety of pedigree info can be queried

(ex. 5gen ped, Aliases, Clonal members, PVR etc)ID/Pedigree

•Nomination Status

•Genotype info Genotype

•Herd code+ fee for specific ID, GT history, SampleID lookup, suggested Dam  

•GT history is useful to see if the GT was ever moved from one ID to another Special Section

Create Format

Reports •Affiliate specific reports (conflicts,fee, etc) can be queried

•Format1 (M/F per query) can be generated

Types of information Contents 



Special Section(1)

•Query for fee code and amount based on animal ID or Herd ID

•Useful to find out the fee code before making nomination
Get Fee

•This is the only place in WebConnect where unknown ID to 
CDCB can be nominated Nominate Animal

•Useful when animals are from same herd or from same non-US 
countryBulk Nomination

Bulk Transfer •Up to 50 animal’s requester ID can be transferred to another 
requester ID

Types of information Contents 



Special Section(2)

•Genotypes should be reassigned to another animal by using 
this app

•Sample ID should be used for Negative/zero key Genotypes
Move Genotype

•Checks format1to see input is consistent with existing 
pedigree. Validity of the contents is not checked Check Fmt1 Record

•Suggests dam based on group name, birth date and 
discovered MGSSuggested Dam

Find Grandsire
•Finds possible grandsires based on SNP % conflict

Types of information Contents 



Special Section(3)

• useful to see if the Genotype was ever moved from one ID to another History of Genotypes

• Finds sample information based on animal ID/sample ID

• ID, sex, NAAB code, Name, DOB, Sample ID, status, Usability, and requester 
ID

Sample ID Look Up

• lists all the IDs that are in the CDCB database for a specified range of IDs

• Useful to see if a range of IDs has already been used.ID Range

Reports • Affiliate specific reports (conflicts, fee, etc) can be queried

Types of information Contents 

Performance Metrics
• Reports monthly performance on each metric for past 13 months

• This report is reviewed during annual review


	Slide 1: WebConnect
	Slide 2:  WebConnect 
	Slide 3: Tabs
	Slide 4
	Slide 5: WebConnect : Jan-June 2024
	Slide 6: Nomination using WebConnect - login
	Slide 7: Queries Tab – ID entry
	Slide 8
	Slide 9: Queries Tab - ID/Pedigree
	Slide 10: Queries Tab - ID/Pedigree Query (Edit) 
	Slide 11: Queries Tab – Evaluation Query
	Slide 12: Queries Tab – Genotype Query 
	Slide 13: Queries Tab – Genotype Query (Nomination)
	Slide 14: Queries Tab– Genotype (Nomination)
	Slide 15: Queries Tab– Genotype (Entering Nomination)
	Slide 16: Queries Tab– Genotype (submitting Nomination)
	Slide 17: Queries Tab– Errors 
	Slide 18: Queries Tab– Errors 
	Slide 19: Data Exchange Tab – Create Format
	Slide 20: Data Exchange Tab – Create Format1
	Slide 21: Data Exchange Tab – Create Format1
	Slide 22: Data Exchange Tab – Create Format1
	Slide 23: Special Section - Reports
	Slide 24: Special Section – Reports
	Slide 25: Special Section – Reports (Results)
	Slide 26: Special Section – Bulk Nomination
	Slide 27: Special Section – Bulk Nomination
	Slide 28: Special Section – Bulk Nomination
	Slide 29: Special Section – Bulk Nomination
	Slide 30: Special Section – Nominate Animal
	Slide 31: Special Section – Nominate Animal
	Slide 32: Special Section – Nominate Animal
	Slide 33: Documentation
	Slide 34: Thank you for your attention!
	Slide 35: Description of Each Query (supplemental info) 
	Slide 36: Queries Tab
	Slide 37: Data Exchange Tab
	Slide 38: Special Section(1)
	Slide 39: Special Section(2)
	Slide 40: Special Section(3)

