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New Fee Codes in Nomination APP

Here we see a return from the new FEE function in the Nomination APP.
This new function in the Nomination APP uses Nomination Date and/or Scan Date.

It either of these is before 2019-04-03, you are subject to the original Fee Schedule.
Otherwise, the user input is checked for a proper Fee and Group/Herd ID based on the New Fee

Schedule.
The output in the pink message box alerts us that the Fee and Group/Herd ID are invalid.

I the suggested values are acceptable changing the input form to match and clicking the submit again,
should produce a valid nomination.

User Input Sex Anim_ID NAAB ID Mame Sire_ID Dam_ID Birth Date | MBC | SRC
HOUSADODDT1063142 M HOWSADODOT1068142 VER-MAN MAYFIELD RUDY-ET HOUSADD006947 3980 HOUSADDDD66E79821 2013-02-12 3 B
Nom Date | Scan Date |Rec.| Pl Sample 1D Sold Nom. ID Stud| Group / Herd ID Fee |HRC Record Actions
2013-02-28 | 2013-03-19| 5 ||N ~ HALD /9186 7A-01 F==| [HO ~| | 0 35370953 1 o <-— Submit Changes
2013-03-21 M [N~ ‘HDUS#MDDDDTWEBHE\ Select |14
""""""""""""""""""""" B Click here fo foggle display of NEW Nomination' form.

------------------------------------------------------------------------------------------------------------------------------
) 1 [ ]

suggested Fee and Herd Code do NOT match input |
suggested FeeCode : 2
Suggested Herd Code : 23440164
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New Fee Codes in Genotype Move/Swap APP

The Genotype Move/Swap APP uses similar logic to do the same job.

A major difference though is, since you are moving a genotype (not a nomination), the dates used are Scan Date of the subject genotype, and

the earliest Nomination Date; for your Requester ID; for the destination animal. "

As output you should see alert dialogs that should inform you of its decisions. This site says...

5uggested Fee and herd
for target Animal : HOUSAQOQO 1063142,

queries.uscdch.com says and Herd Code : 99999999, do NOT match input !
! Suggested FeeCode : 2
HO840003144930632 was nominated AFTER Apr-2 . Suggested Herd Code : 23440164

|:| Don't let this page create more messages

QK
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Changes to Genotype Query (or Status APP)

NEW

Animal: HOUSADDDDG5450924 5Sex Code: F Eval Breed: HO

sample ID| Bar Code Pos. | Chip Name Use Ind Pend | Fee Code | Confirmations and Errors | PO | Sire 5tat | Dam Stat | No. Prog | Tissue Source | Lab | Req.
4031713 | 5645094035 | R06C04 IK M| withdraw O ] M 2 2 0 B G5ek | Zoetis
- - .ﬁh - .-H-
Genotype Confirmations Genotype Conflicts
Pedigree Conflict Type Conflicting Genotype
No dlsplayahle confirmation records. Changed Meszsage Code | Barcode |Position Conflicting 1D USE
O L D Sire conflict M3 | 6909979044 | ROSC0O1 | HOCANOODOOS47057Ta [M]| Y
Dam conflict M4 | 445824590190 B HOUSADODDG011467S5[F] | Y
- ey e pr e
Animal: HOUSADODDG5480924 Sex Code: F Eval Breed: HO _ _ ~
MGS : Unlikely | Il PGS : Likely/Unknown | I 5o |.||'||||{‘E!|E|' 06 1992267206 | HOCANODDDO05319769 [f-.-"] b
Sample I Bar Code Pos. |Chip Name Uselind [PendFee CodelConfirmations and Errors|PO[Sire StaDam StatfNo. Prog[Tissue Source Lab Req. | Scan Date |[Eval Use Date|SNP_read|Breed SNP Conflicts] overed Sire 03 9221302048 | R12C02 | HOUSADDD207189257 T b
4031713 | 5645094033 | R06C04 3K M | withdraw 0 m M 2 0 E GS5ek| Zoetis | 2010-11-18 2842 |0
Genotype Confirmations Genotype Conflicts - MES ||-|f|:|, F:GS ||-|-|-'|::| F|:,_-: FMT-‘I
confirmation confirmed genotype conflict type conflicting genotype -
type Bﬂrﬂ::u-de|Pusitiur4C|:|nﬁrm ID Mes=sage Codel Barcode |Position Conflicting ID USE
Dam conflict M4 14452490190 |B8 HOUSAQODDS0114675 [F] Y
Sire conflict M3 | 6909979044 | ROSCOT (HOCAMDODOOS4ATOSTS [M] [
MGS iz unlikely 06 | 1992267206 |1 HOCANODDODS319765 [M] Y
Discovered non-pedigree parent-progeny relationship |03 |9221302043 |R12C02 (HOUSAQDOD207139257 [M] Y
Error Segment Reocrd
ERR_SEGMENT_RECORD proccessing date : 20160209 14:06:08 Other Genotype
Error Code Message Animal 1D Barcode [(Position
D6 MGS iz unlikely {unlikely MGS = HOCANQDOOODS5319769). HOCAMDDOOD53 19769 19922672061
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Presenter
Presentation Notes
The most noticeable change would be the removal of the 'Error Segment Record'.
This was originally the ONLY source for genotype errors.
It has now been removed, in favor of the Confirmation and Conflicts tables, which contain more accurate data.


Changes to Genotype Query (cnt..)

The 'Pend’' column now includes several more specific indicators.

|[BLANK] = no pending records were detected

Pending Web_FMTIs, these are normally processed every 5 min: Pending genotype reprocessing/changes, this are normally processed twice a day:

PA = pending pedigree CHANGE (Web_FMT1) on the subject animal
detected a FMT1 submitted through the

web that has not been processed yet

R = pending ReProcessing request
These are cause by a change in the

pedigree of the subject animal

PS = pending pedigree CHANGE (Web_FMT1) on the sire or a pedigree/genotype change of
detected a FMT1 submitted through the a closely related animal.

web that has not been processed yet

U = pending genotype CHANGE
PD = pending pedigree CHANGE (Web_FMT1) on the dam
detected a FMT1 submitted through the

web that has not been processed yet

a change in the supporting values of this genotype

(aka: Requester ID, Fee Code, Parentage Only, Sample ID, etc.)

M = pending a Genotype MOVE request

a move request is pending for the subject genotype
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Presenter
Presentation Notes
Indicators for pending WEB format 1 records now include inidcation of Anim/Sire/Dam records.
Indicators for Genotype changes now specifiy what type of processing is expected to happen. {Reprocess/Update/Move}
Reprocessing typically happens when a conficting genotype/pedigree is modified.
This reprocessing is not always about the subject animal, aside from clearing errors.


Changes to Genotype Query (cnt..)

Genotype request processing (and therefore clearing of errors) is typically only
done twice a day, but the FMT1 {pedigree changes} are run far more frequently.

This causes lag between a pedigree fix and the removal of a given error.

This iIs why we now have the 'Pedigree Changed' column in the Genotype
Conflicts table.

This column alerts you that a pedigree change has been processed that will
affect the given error, when the genotypes are processed again.

This column can also contain a clickable question mark (?), that can provide
additional information about the error.
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Get Foreign (fixed)

If nominating an animal CDCB does not already have in the
database, you are provided a link to Get_Foreign. This APP will
attempt to pull pedigree data from several CDCB colaborators.
This APP has been busted for a while as it is very resource

Intensive.
Get_Foreign has been fixed, but now it only allows one request per

|IP address to be processed at a time.
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THANK YOU FOR YOUR ATTENTION
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